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Fig. 1 The study sites of microbial ecology in the glacier foreland all over the world
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Progress in Studies of Microbial Ecology in Glacier Foreland
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Abstract; Microorganisms in the glacier foreland
can promote the soil formation , participate in bio-
geochemical cycles and play an important role in
the subsequent biological settlement and growth
process. Over the past 100 years, the global aver-
age temperature has increased by 0. 74 ‘C. One
consequence of this temperature increase is that
glaciers have retreated in many mountainous areas
all over the world. The studies of the primary suc-

cession of microflora in the glacier foreland have

become the research focus in recent years. In this
paper, the microbial community and quantity vari-
ation in the glacier foreland, the role of microbial
in the soil formation are reviewed. The change and
function of N cycle relating microbial in the glacier
foreland primary succession are also reviewed. The
aim is to understand the rule and function of micro-
bial succession in the glacier foreland and to pro-
vide some theoretical basis to ascertain microbial

ecological functions in this special ecosystem.
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