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Improvement of 0-1 integer programming based on

triple-stranded DNA structure

REN Xiaoding BAI Xue LIU Xi-yu
( School of Management Science & Engineering Shandong Normal University Jinan 250014  China)

Abstract: To realize the effective screening of solutions in DNA computing and to prevent the mismatch between probes the
formation of the hairpin structure etc this paper presented an improved triple-stranded DNA model to solve 0-1 integer pro—
gramming problem. This method made a full array of all combinations of n 0-1 variables. Compared with the original one the
amount of DNA strands needed dropped from O( (2n) !) to O(2"n!) and the improved one made a better selection of feasible
solutions. Triple-helix structure could be constructed by the homologous double-helix DNA with the oligodeoxyribonucleotides
( ODN) in the mediated of RecA protein. It could make use of its special structure to promote it to the selection of solutions
with the double-helix computing model.
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