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Population genetic diversity based on CO2 and ND4 genes in Taenia pisiformis
from Sichuan
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Abstract: The objectives of the present paper were to determine the level of genetic variation and
population genetic diversity of rabbit Cysticercus pisi formis from seven different regions (Ya’an,
Panzhihua, Leshan, Guangyuan,Luzhou,Guang’an,and Aba) in Sichuan,China. Partial sequences
of the mitochondrial CO2 (468 bp) and ND4 (1 077 bp) gene of 23 isolates of C. pisi formis were
obtained by PCR and analyzed. The results showed that there were 21 variable sites and five hap-
lotypes in CO2 sequences,32 variable sites and seven haplotypes in ND4 sequences. Leshan popu-
lation was the most conserved based on analyses of population diversity using CO2 and ND4
genes. According to CO2 gene,the maximum intrapopulation genetic diversity occurred in Panzhi-
hua and Ya’an population,and was higher than intraspecific genetic diversity. NJ/ MP trees suggested
that there was no direct correlation between phylogeny of seven populations and geographical regions.
The results indicate that the certain genetic variation and heredity diversity were presented in seven geo-
graphical populations among intrapopulation and intraspecific C. pisi formis, and provide foundation for
research on epidemiological survey and population genetic diversity.
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