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Identification and sequence analysis on the ompP2 gene of Haemophilus parasuis

JIA Atqing, WANG Gurping* , HUANG Jing-lin (Guangdong Institute of Modern Agricultural
Group ,Guangzhou 510630, China)

Abstract: We clarified the genetic structure and phylogenetic relationship of the ompP2 gene in
Haemophilus parasuis,a gene encoding outer membrane protein. PCR was used to determine the
ompP2 gene of 15 H. parasuis local isolates and 2 reference strains. Then we sequenced the
ompP2 gene of H. parasuis. All ompP2 gene sequence from H. parasuis,were analyzed for phylo-
genetic relationship. An approximately 1. 1 kb fragment was obtained from the genomic DNA of
17 H. parasuis strains. Sequence analysis showed that the size of the ompP2 gene was difference,
the nucleotide sequence similarity was 92%-99% between 17 H. parasuis isolates and
ABKMO01000007. No obvious difference was found in the ompP2 gene sequence of 15 local isolates
and 2 reference strains.
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