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Orf059(F1L)
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Identification of an Orf virus isolated from sheep herd in Nongan district and se-
quence analysis of Orf059(F1L) gene
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Abstract: An Orf virus isolate,named as Orf virus Jilin-Nongan(ORFV JL-NA isolate ), was ob-
tained from scab materials of lambs with clinical sore mouth symptom by passaging in primary o-
vine fetal turbinate (OFTu) cells. The virus was identified as Orf virus based on morphology.
physicochemical property and PCR. The Orf059 (F1L) gene was sequenced and analyzed. The
length of Orf059(F1L) gene was 994bp,which encoded a protein of 329 amino acids. The Orf059
(F1L) gene of the ORFV JL-NA isolate shared a nucleotide identity of 96.4%,97.3%,99.1%.,
98.7,99.0%,97.5%,98.4%,97.2%,97. 4%,96. 9% and 96. 8% with those of ORFV strains
ORFV-D1701, ORFV-]Jilin, ORFV-NZ2, ORFV-20, ORFV-7, ORFV-C2, ORFV-1A82, ORFV-
SA00,ORFV-mi90, ORFV-torino and ORFV-Shanxi,respectively. The results of the phylogenetic
tree analysis indicated that there was a close genetic relationship between ORFV JL-NA isolate
and strain ORFV-7, These results indicated the difference in the Orf059(F1L) gene was not obvi-
ous in the different isolates.
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