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Sequence analysis of the F and HN genes of a Newcastle disease
virus belonged to subgenotype b

SUN Min-hua, DONG lJia-wen, LI Lin-lin, YUAN lJian-feng, HU Qi-lin”
(Laboratory of Avian Diseases, Guangdong Open Laboratory of Public Health, Guangdong Veterinary Research Institute,

Guangdong Academy of Agricultural Sciences, Guangzhou 510640, China)

Abstract: In this study, a Newcastle disease virus (NDV) was isolated from goose in Sanshui district, Foshan, designated
Goose/Foshan/2010. The ORF sequences of F and HN gene of the isolate were amplified by RT-PCR and sequenced. The aligning
analysis results showed that the isolate was placed into genotype b of NDV with a F protein cleavage motif of *?R-RQKR-F*
which was the molecular character of the virulent NDV. Two point mutations of E*'D and K**E occurred in neutralizing epitopes
of in HN protein. Furthermore, a glycosylation site was deleted in HN protein at aa 538-aa 540. Phylogenetic analysis showed that
the Goose/Foshan/2010 was closely related to the early isolates of genotype b from Peru and Malaysia. While, it is the first
report of genotype b NDV isolated from goose in China.
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Fig.1 Phylogenetic tree of 44 NDV strains based on
the first 374 nt of F gene
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