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Tandem expression of Staphylococcus aureus virulence factor
PSM-a gene and its effect on human neutrophils
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Abstract: Phenol-soluble modulin (PSM) is a newly identified secreted virulence factor of Staphylococcus aureus. To study
the effect of the subunits of PSM-«, the genes of PSM-al, PSM-a2, PSM-a3 and PSM-a4 were cloned and the recombinant
plasmid pGEX-PSM-a was constructed for expression in E.coli. The highly expressed soluble protein were purified and digested
with thrombin to remove the GST-tag. Compared with negative control, the expression of human neutrophils IL-8 was increased
significantly after co-culture with the purified PSM-« detected by ELISA kit. The current study demonstrated that PSM-a was able
to cause disease by stimulating human neutrophils to release inflammatory factor.
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Fig.4 Purification and digestion of the protein PSM-a
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Fig.5 Toxicity test of purified protein to human neutrophils
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