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Construction and identification of infectious clone of
partial deletion in Nsp2 for porcine reproductive and
respiratory syndrome virus XH-GD strain
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Abstract: Non-structural protein 2 (Nsp2) is the most variable region in porcine reproductive and respiratory syndrome virus
(PRRSV) and it has multiple roles in polypeptide processing and replication complex formation. To investigate the role of Nsp2 in
the viability and replication of PRRSV in vitro, three PRRSV cDNA clones of different deletion in the region of Nsp2 were
constructed reverse genetic manipulation, including the cDNA clones with encoding sequence for the deletion of 210 consecutive
amino acids (pOK-AaBCD), 105 amino acids (pOK-AbBCD) and 96 amino acids (pOK-AcBCD) in the Nsp2 gene of PRRSV
(XH-GD strain), by respectively. However, only the recombinant virus with deletion of 105 amino acids (XH-GD-A105) was
rescued in MARC-145 cells transfected with pOK-AaBCD, but not other two cDNA clones. The result would be useful for further
study on the relationship between Nsp2 gene deletions and pathogenic of PRRSV in pigs.
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Primer Primer sequences (5-3")

Ala-1IF AGTCGCGGCCGCCGATGTACGGGCCAGATATAC (Not )

Ala-1IR  AGGCTCATCCTGGTGCGTCAGCGTTGTTGTCAAAGGCT
CTTGAGTCACGGGA

Ala-2F CCCTGGTCCCTCCCGTGACTCAAGAGCCTTTGACAACA
ACGCTGACGCACCA

Ala-2R  AGGTGCAGGCGTGTGAGGTAACATC

Alb-1IF  AGTCGCGGCCGCCGATGTACGGGCCAGATATAC (Not )

Alb-IR  ATTCTTCGAGGTTGAACTCTCTCTTGAGTCACGGGAGGGACCAGG

Alb-2F TCCCTCCCGTGACTCAAGAGAGAGTTCAACCTCGAAGAATAAAGT

Alb-2R  AGGTGCAGGCGTGTGAGGTAACATC

Alc-1IF  AGTCGCGGCCGCCGATGTACGGGCCAGATATAC (Not )

Alc-1R  CATCCTGGTGCGTCAGCGTTGTTGTTGGTGGAGGGGGTGGTGGTG

Alc-2F  GTGGACACCACCACCCCCTCCACCAACAACAACGCTGACGCACCA

Alc-2R  AGGTGCAGGCGTGTGAGGTAACATC
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