20 1 2012 1

Vol.20  No. 1 ACTA AGRESTIA SINICA Jan. 2012
*
M 2 2
( , , 100193)
(ABA) . (GA) . (ETH) (BR)
] 4 o
:Q945. 3;Q946. 885 A :1007-0435(2012)01-0001-09

Regulatory Mechanism of Plant Hormones on Seed
Dormancy and Germination (Review)
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Abstract: Seed dormancy and germination are complex adaptive traits of plants influenced by a great num-
ber of genes and environmental factors. Although the utilization of quantity genetics methods (such as
QTL analysis) and mutant approaches have made great development for dormancy and germination, the
detailed mechanisms of dormancy and germination are not yet fully reported. Hormone, a factor to initiate
seed germination, plays a key role in the regulation of seed dormancy and germination. Therefore, the re-
lation between hormones and both germination and dormancy continues to be a research focus of seed phys-
iology and biochemistry. With advancing understanding of the molecular biology and the discovery of a
large number of mutants, regulatory mechanisms for a single hormone and interactions among hormones
during seed dormancy and germination processes are better known. However, little knowledge about key
points of networks for different hormones is known. This paper will focus on the functions of abscisic acid
(ABA), gibberellin (GA), ethylene (ETH), brassinosteroids (BR) and other hormones during seed dor-
mancy and germination progress, and further discusses the signaling relationship among these four hor-
mones.
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Note: This model is mainly based on Arabidopsis thaliana hormone mutant analyses. Arrows represent promotion of processes or

expression of regulators. Bars represent inhibitors of indicated processes. The positions of loci do not imply the order of gene action.
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Note; Seeds were plated on medium supplemented with ABA, chilled for 4 days at 4'C in darkness, and incubated at 21°C with a 16-h-light
photoperiod. Germination rate was the percentage of germinated seed (with radicle tip) numbers to plated seed numbers (100 to 200). (A)
Seeds of Ler wild type (open squares), ctr1-10 (filled diamonds), and ein2-45 (filled circles) were incubated for 2 days at 21 C., (B) Seeds of
the Col wild type (open squares), ctrl-1 (filled diamonds) , ein2-1 (filled circles), and etr1-1 (filled triangles) were incubated for 3 days at 21°C
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