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Abstract: To study the genetic diversity of DRB3.2 gene PCR - RFLP was used to analyze the MHC — DRB3. 2 genes from 757 yak individuals
belonged to three different groups ( Tianzhu white yak Gannan yak and Datong yak) . The results showed that 8 Hae [l restriction site and 11

genotype were detected Hae Il C (225 bp/175 bp/85 bp/35 bp) was the dominant genotype in Datong yak and Tianzhu white yak its frequen—
cies were 0.387 and 0.366 respectively. Hae Il A (175 bp/85 bp/35 bp) was the dominant genotype in Gannan Yak its frequency was 0.

306. The Polymorphic information contents of three different groups were 0. 739 0.754 and 0. 743 respectively. All of them reached high poly—
morphism ( PIC >0.50) . The results indicates that DRB3. 2 gene is highly polymorphic it has a unique effect and wide application prospects of

breeding for disease resistance and raising the performance of yak.
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2 Mongolian ~ Kalmyk
Table 2 The frequency distributions of different Yakut
restriction fragments .
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