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The Overview of Proteomics and Application on TCVM Research
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Abstract; With the life science research entering into the post-genome period, the proteomics considered as an important

technique has been a new pathway to screen the special protein biomarkers and study the mechanism of the enormous diseases.

The paper reviewed the research methods and contents of proteomics, the progress of its application in life sciences, and dis-

cussed its application prospect in TCVM.
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