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Construction of Bovine Sex Related Genes FOXL2 Standard Plasmid and
Standard Curve by Real-time RT-PCR
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Abstract: The primer was designed based on forkhead transcription factor 2(FOXL2), according to the sequence which was
submitted on GenBank. A recombinant plasmid contained cDNA fragment of FOXL2 gene was constructed and used for the
standard substance for quantitative detection of mRNA of the FOXL2 gene of Holstein, a Real-time PCR was developed for de-
tection of FOXL2 gene. The results revealed this method had a good specificity, and the sensitivity was up to 10', range from
10" to 10°. The cutoff value Ct had a good linear correlation with PCR samples. This method can detecte FOXL2 gene in bo-
vine quantitatively.
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