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Screening of potentially invasive and metastatic genes in nasopharyngeal carcinoma ( NPC)

LIU Zhen' FANG Wei-yi’
(1. Department of Pathology Guangzhou Medical College Guangzhou Guangdong 510182 China;

2. Cancer Research Institute Southern Medical University Guangzhou Guangdong 510515 China)

Abstract: Objective To screen potential genes associated with invasion and metastasis in nasopharyngeal

carcinoma. Methods ¢cDNA microarray was used to detect the differential expression in 5-8F cells with the

ability of high metastasis and 6-40B cells lacking the metastatic ability. Subsequently genes of invasive and

metastasis were screened by Milano software tool. The function of these genes was analyzed by GOstat

program. And realstime PCR was utilized to confirm the reliability of differentially expressed genes.

Results More than 200 genes were identified to have the differential expression. After the analysis with

Milano software tool 33 genes were found to be likely associated with cell invasion and metastasis. Among

these genes 27 genes were showed to be upregulated and 6 genes were indicated to be downregulated.

Finally the reliability of differentially expressed genes was confirmed by real4ime PCR. Conclusion

Differentially expressed genes shown in NPC 5-8F cells compared to 6-10B cells with the identification of

online Milano program analysis were likely associated with the invasion and metastasis of NPC cells.
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Table 1 Milano analysis for differentially expressed genes with

limited terms “invasion and metastasis”

Pubmed
CTSD 12.441 11pl5.5 134 250
HIF1IA  2.671  14q21 - q24 63 96
CAVI  2.489 Tq31.1 24 41
CLDNT  2.179 17p13 2 4
ALCAM  2.251 3ql3.1 8 11
MAPK1  2.338 22ql1.21 102 87
A3AR  13.277 1pl3.2 0 3
APOE  11.568 19q13.2 13 4
ELF3  4.692 1q32.2 1 0
F2R 5.119 5ql13 0 2
HMOX1 5.780 22q13.1 4 4
ITGAS  2.839  12qll -ql3 0 1
ST14 2.851  11q24 - 25 13 15
CAV2  2.478 7q31.1 4 1
EPHB4  2.629 7q22 10 5
PRKCSH 2.42 19p13.2 1 0
McMT  2.199 7q21.3 - q22.1 1 1
TPM2  2.289 9pl3.2-pl3.1 0 2
MAPAK4A 2.192  2qll.2 -ql2 3 0
ACTR2  2.012 2pl4 5 0
CAPG  2.194 2pll.2 3 1
P63 6.792 12q23.3 23 43
BPAGL  5.629 6pl2 —pll 7 4
HSPB1  2.393 7qll1.23 8 16
S10042  2.786 1q21 1 7
LIMK1 2.416 7ql1.23 5 6
RALB  2.303 2cen — 13 2 2
CDKN2C 0.496 1p32 1 2
CD63  0.491  12ql12 -ql3 7 25
PSCA  0.482 8q24.2 2 7
NME1  0.426 17q21.3 0 17
ADM  0.432 11pl5.4 25 161
EGR1  0.179 5q31.1 7 15
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2 GOstat 33
Table 2 Results of GOstat analysis for 33 differentially expressed genes

Cell motility and locomotion APOE. HSPB1. S10042. F2R. LIMK1

Regulation of apoptosis APOE. HSPB1. NME1. F2R. MAPK1

Protein kinase cascade PRKCSH. HMOX1 . MAPAKA. F2R

Cell adhesion ALCAM . ITGAS LAMB1. CLDNT. BYSL

Regulation of cellular process APOE. ELF3. NME1. HMOX1. CDKN2C. HIF1A. MCM7. HSPB1. EGR1.

F2R. MAPK1. LAMB1. CAPG
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Figure 2 Real time PCR was used to confirm the differential expression of genes in 5-8F and 6-40B
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