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—A Case of the Biomedicine Field
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Abstract:In this paper, we combinebibliometric mapping and citation network analysis to discuss the
process of knowledge evolution and innovation in the Biomedical field, with the use of large network
analysis software Pajek and Citespace for data processing.We analysis the characteristics of disciplinary
knowledge network, mainly talk about topic clustering, the critical path and the identification of

authorities and hubs documents of the network.Useful conclusions in this paper can provide a better

understanding for scientific knowledge evolution and development.
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